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Characterization of Genetic Bases of Thai Local Caster Bean Cultivars
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Abstract

The technique of Ramdom Amplified Polymorphic DNA was applied to generate the fingerprint in caster bean
cultivars. The group of 4 Thai local cultivars consisting of Lai-dum-snit, Lai-lang—laung, Lai-dum-yai, and Lai-hin-on-
thao-kae and the group of 2 new improved cultivars consisting of TCO 101 and H22 were studied for the genetic
relatedness among and between groups. Thirteen primers out of 40 primers generated 30 polymorphic markers out of
total 94 markers. Four, one and one specific RAPD markers were identified in TCO101, H22 and Lai-dum-yai
respectively. TCO101 showed the most distance of the genetic base from the others. A phylogram tree of the 6
cultivars was constructed. The caster bean cultivars were classified into the single group of Thai local cultivars and 2

separated branches of H22 and TCO101.
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RAPD Primer Sequence  Polymorphic Nonpolymor- Total

primers markers phic Markers
BFI GGAGCTGACT 1 5 6
BF2 GAC ACACTCC 1 2 3
BF3 TCC CTT GAC C 4 1 15
BF4  GAC AGG TTG G 2 4 6
BF6  TCC ACG GGG A 1 3 4
BF8  CCT GGG TCC A 2 3 5
BF10 GTG ACC AGA G 1 4 5
BF13 CCG CCG GTA A 7 3 10
BFt4 CCG CGT TGA G 5 5 10
BF15 ACG CGA ACCT 2 6 8
BF19 TTCCCGCACT 1 3 4
BG1 GTG GTC CTC C 1 5 6
BG16 TGC TTG GGT G 2 10 12
Total 30 64 94
Mean 23 43 72
% 319 68.1 100
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