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Abstract

Thermophilic bacteria (Bacillus strain BA 1 and BA 2) which produced large amounts of Oi-amylase, were
isolated from soil. The ratio of the hydrolysis zone to the colony dimeter of Bacillus strain BA 1 and BA 2 were
21 and 2.6, respectively. The optimal condition for Ol-amylase production of Bacillus strain BA1 was at 55 C,
pH 5.0 for 2 days and O-amylase production was at its highest 146 unit/ml. The highest O-amylase produced by
Bacillus strain BA 2 was 166 unit/ml at 5b ’c, pH 7.0 for 3 days. In this study showed that, Bacillus strain BA1

and BA 2 hold great promise for thermostable Ol-amylase and provided attractive possibilities for further study.
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