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Identification of Lotus Using AFLP Markers
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Abstract

Amplified fragment length polymorphism (AFLP) technique was used to identify lotus cultivars in Thailand. Five
lotus cultivars have been collected. The total of 64 EcoRI-Msel primer-pair combinations were screened and 22 primer
combinations or 34.38 percent of them gave clear DNA fingerprint and could be potentially used for study the genetic
diversity of lotus. Sixteen primer combinations showed clear differences of DNA pattern among the 5 lotus cultivars and
gave 23 specific DNA markers in each of lotus cultivars. The evolutionary relationship among them was determined

based on similarity coefficients from each lotus cultivar and the result showed narrow genetic diversity of lotus cultivars.

Keywords: Lotus (Nelumbo nucifera Gaerth.), Amplified fragment length polymorphism (AFLP), DNA marker
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