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Applied Polymerase Chain Reaction Technique

for the Detection of Salmonella in Drinking Water
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Abstract

Polymerase chain reaction (PCR) technique without DNA extraction was developed for the detection of
Salmonella in drinking water. Primer pairs were designed for amplification of DNA fragment of invasion (/nvA)
gene. The results showed that the new method of PCR technique in this study was specific to Salmonella with
the sensitivity of at less 10* cells/ml and capable to enhance by growing bacterial cell in culture broth before

amplification.
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