' v
= v A U

a 3 N
'ﬂitﬂi3ﬂﬂ1ﬁ1ﬂﬂﬁ!!ﬁ$!‘nﬂiuiaﬂ in 20 AUUN 4 AaAN - TUNAN 2555

a

M3DMUNHUBUIAIIAIMATIAMIT]ana

Molecular Identification of Chironomidae Larvae

N3l gnla,mar

a a I'd a [ 4 o
mauna Tulagdinn aagInnmaasuazina lulag U 1IMeaesIsumaas guasada

fuanaednile SunoaaeInad sandIalnusiil 12120

Poranee Utayopas*
Department of Biotechnology, Faculty of Science and Technology, Thammasat University,

Rangsit Centre, Klong Nueng, Khlong Luang, Pathum Thani 12120

UNAALD

1 [l 1 a I o 1 dy a ' g’ 1
Vi‘Llf)u!!J'NW']JlL‘Wiﬂiﬁnﬂ@ﬁiullﬂﬁﬁuTﬂ’ﬂﬂ !LﬁxufJﬂJGlG]QS}L‘]JUGI”JUQG]S‘VIN%'J'JVIfﬂ"ll@QLLW’dQuW e

i 4
A v ow o A

1 4 A A '
ﬂ?iﬁﬂEWWuﬂuLLﬂ\i qualegnuasiiliodassa LﬁﬂQﬁﬂﬂﬂu@utLﬂQUNﬁ“ﬂ%ﬁﬂJzﬂiNﬂ1ﬂu@ﬂ

q a

Y o o o S A a ' S oy = S 99
A[NYNUNIN Llazﬂ'ﬁ%ﬂ%nluﬂlluﬂﬂﬁLﬂi]ﬂaﬂ'ﬁﬂﬂ']ﬂgﬂﬁ'mﬂ']ﬂu@ﬂﬂ']\jﬂﬁ\jcﬂ']ulﬂﬂ']ﬂ Gluﬂ']jﬁﬂy']uf\]\i&l“]fﬂ'ﬁ

o v a A

v o a A J a J J ~

dadwunTaemaindiluana Tdun msdmsizddrduiiong e Indvestu cyochrome ¢ oxidase (CO
v v

AVGAUMIYIINENHULAIBUBN AIDINUUDUUAINANBIFOUIIINAAIAYTINT NTUNHUHIUAT WU

J @ [}

A A a g Y amas = pon A a o A1 A a g =

malSinadvuedidtigorsandtedumsaneiiilszaniaimd Tauios 8.49% uaz@Ouell

a A = o a do v A = ) Yy A @ i =) = o v A a 4

Auamdiisanenazih liimnzidauiong To lnd 1atidies 11 dred1n manffeuifisudrauiiing Te'Ing
' 9 '

wunil 3 a1l3d i ldwadeandesiuisaesgiudoya TnslidesalFdnudazailFd 1auan 3 dred1e uaz

= o @

4 o U U 3 ' @ T
on 1 gU3d 11910 1 @089 ﬂWﬂ'ﬂiJlWlﬂG]'N‘VI'NWH‘ﬁﬂiilllmgﬂ“]fﬁﬂ’ﬂlllﬂﬁf]uﬂl@ilma%ﬁﬁ]@ﬂWﬂﬂWﬂiu

a

Ad o v o 1A

A LA [ Y Y o gj = ' o Y A
Z‘T‘]JGM‘TW]ﬂjﬂuﬂﬂqﬂwtﬁﬁﬂﬂﬂaﬂ\‘lﬂuﬂﬂ 2 atl¥d ﬁﬁ/i'i‘]JGl’Ji‘)EJN’t‘)ullllfﬂlﬂ‘iﬂfﬂul,uﬂllﬂ LUBDIVINWANTT

=t = o v A a 7 Y o Y o o Y o o '
nJiEmmﬂuamuuaﬂaTa“lmmnﬁmg;mmegammwmu Lla%”llﬂLLfNﬂ‘}JﬂﬁmlmﬂMﬂ:},ﬂiNﬂW‘u@ﬂ

MEARY : TUBUUAY, BU cytochrome ¢ oxidase, MITAIWUN, AT Tuana

Abstract

Chironomidae larvae are the widely distributed and frequently found invertebrate in inland water bodies.
They are extensively used as bioindicators of freshwater ecosystem health. However, the uses of chironomids
are limited due to their morphological similarity and difficulties in manual identifications. To overcome these

problems, this study, therefore, used the sequence of mitochondrial COI gene, together with morphological
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traits, to identify DNA profiles of chironomid samples bought from Jatujak Market, Bangkok. Overall, only

8.49% amplification efficiency was received. Comparison of COI sequences with the two DNA databases

resulted in the same closest species of the samples to three species, in which the two species was received from

3 samples whilst the third one was received from only one sample. In addition, congruence of genetic distances

and similarity indexes were also observed among samples within the same species of these two species. Other

chironomid larvae samples could not be identified because neither sequence comparisons resulted from the two

DNA databases nor morphological identifications was concordant.

Keywords: Chironomidae, mitochondrial COI gene, molecular-based identification
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